
Table S1. List of S. coelicolor strains and primers used in this study. 

A. Strains 

Name Genotype Reference 

M145 (wild-type) SCP1- SCP2- (1) 

M145+pSET162 M145::pSET162 (2) 

ΔwblC M145 wblC::aac(3)IV (3) 
Δ2532 M145 ΔSCO2532 This paper 
ΔhrpA M145 hrpA::aac(3)IV This paper 
ΔhflX M145 hflX::aac(3)IV This paper 
ΔarfB M145 arfB::aac(3)IV This paper 
ΔhelY M145 helY::aac(3)IV This paper 
Δ2532+2532 M145::pSET162::SCO2532 ΔSCO2532 This paper 
ΔhrpA+hrpA M145::pSET162::hrpA hrpA::aac(3)IV This paper 
ΔhflX+hflX M145::pSET162::hflX hflX::aac(3)IV This paper 

 

B. Primers 

Name Sequence (5' to 3') 

Primers used for ChIP-qPCR 

tuf3 ChIP F cattcgacgtgcgacgaagcg 
tuf3 ChIP R ggtgaagtgggcgacggca 
tetM ChIP F catgatggcgccgtccgaac 
tetM ChIP R ggaaggggcgctgggggaa 
cvnA1 ChIP F cttctacgtccggtgatccg 
cvnA1 ChIP R gcacagtgcaggatctccaac 
SCO4914 ChIP F ggtggtcatgctgccgattg 
SCO4914 ChIP R gggcatggtcaccagacgag 
guaB2 ChIP F gggattatcggccacccgtcat 
guaB2 ChIP R gctgcacatcccagtcgatcag 
SCO3064 ChIP F tccgcgtctcaagtccttcc 
SCO3064 ChIP R cgtcgaactgtcgccaaagg 
wblE ChIP F gagtctcttcttggcgatcggg 
wblE ChIP R gcgtggtcctgtggtttgaaga 
citA ChIP F caaacgagtcggaaaggtcacacag 
citA ChIP R ctcggggtcgaccatcggg 
thrS2 ChIP F gcagtaccgtcgtccccatg 
thrS2 ChIP R gtcagcagtcagcgcgcc 
lysS ChIP F gcggttttcgcggatgcgg 
lysS ChIP R acttccccggaaccgctcc 
ndgR ChIP F gagacgggagtatcgtgtcatgg 
ndgR ChIP R ccgggccggactccagag 
guaB ChIP F ccgttagcatggacatccgcac 
guaB ChIP R gtcgtaggtcagcccgagtgtc 
eis ChIP F ggagccgggcaggcgatc 
eis ChIP R gttccagtcggggaactcggc 
eis2 ChIP F gtgccgccctggtacgcat 
eis2 ChIP R acccgcggctccatcgtcat 

Primers used for mutant strain construction 



SCO2532 up HindIII F gcacAAgcTttgacttcgctcacc 
SCO2532 up BamHI R tcatggATcCgcgctctaggcctgc 
SCO2532 down BamHI F cagcGGATccatgtcgatcgacgtc 
SCO2532 down EcoRI R cgacgaaTTcccggcgatcggga 
hrpA disrupt F ccaggtttttcccgaggatgagatcctggaacccgtatgATTCCGGGGATCCGTCGACC 
hrpA disrupt R ggccgccggtcgaactcaccctccgtacgggcctcgtcaTGTAGGCTGGAGCTGCTTC 
hflX disrupt F gccgcgccgaccccttcccagctacgtaaggatccaatgATTCCGGGGATCCGTCGACC 
hflX disrupt R ctcggtcggtcggcctgctgttcggccgcgcgggtctcaTGTAGGCTGGAGCTGCTTC 
arfB disrupt F atattcgagtgacgcgggccgcccgcggacgggaacatgATTCCGGGGATCCGTCGACC 
arfB disrupt R cgtactggagctggactgagacgcgggtccttccggtcaTGTAGGCTGGAGCTGCTTC 
helY disrupt F cgcccccacggaacccccacacggccgatcccgataatgATTCCGGGGATCCGTCGACC 
helY disrupt R actcccgccgggccgggtgaggtgtcggggccggggtcaTGTAGGCTGGAGCTGCTTC 

Primers used for gene complementation 

SCO2532 AseI F cgaccatTaATgcatcgcctacc 
SCO2532 XbaI R tcgtTctAgActacttccccttgg 
hrpA NotI F tggagCgGCcgccaccctgtcaag 
hrpA XbaI R accctcTAGacgggcctcgtcacg 
hflX NotI F tgggGcgGccgcaaccaggacgg 
hflX XbaI R gggcTctAgAtcggtcggcctgctg 

Primers used for genotype confirmation 

SCO2532 seq F accggtcggataaacccctcg 
SCO2532 seq R tggatgtgcagttgctccatgg 
hrpA seq F ctgaaaagcgataggtcgccgg 
hrpA seq R gctttttctgcgttgcgctgc 
hflX seq F gagaaggccgcggggaagcag 
hflX seq R ggtcagtgacccgtacaggc 
arfB seq F ctaccaccatgaacgtcgagag 
arfB seq R ggacccgagaacttctacctgg 
helY seq F acgacgtgacctgaggaccg 
helY seq R tgcgcacagagcgcggaagg 
attB seq F atgcccgccgtgaccgtcgagaacccgctg 
attB seq R gttggtgatggtgccgccgccaccgttgga 
attP seq R cccagggcgagcaattccgagaca 
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